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» TRIBI Knockout Lentivirus (TRIB 1 Xl il 5 18975 25 ) /& — F Uk Gezh 0 40 i 5 v] LA IR 25 Cas9 - H HFE K sgRNA Flpuromycin
PUPESEE R NS 5 . A= F T 7RS4 Hh 26 T CRISPR/CasOH: R i H 5L K, JF H AR 2 sgRNAA &t L4
L T7ERERIAE .

> AAE I R EE R P A1 ) SRR RS BAE 28 1. AR5 w] T G4 i B2 U F AT H IR R IR CRISPR/Cas9 i b -

U6 sgRNA EFS  SpCas9 Flag P2APuro

K1, ATRI ik sgRNA L Cas9Mlipuromycini7i I i A S i 75 HLIE R 5 41 A O B 145 8

> T R A0 B 1 JFURL 1) sgRNASE - 28 25 R F R [ CRISPR/Cas9 sgRNABRLIH Jifi e MG IE R 53875, sgRNAA D
£ 3B TTENELALE

> AABEE A TSRO, ER IR B 3% W TG AT AT ] % 1955 B Control Knockout Lentivirus (LO0015)EHE 3] GFP (1) %) fE 12955 2%
GFP Knockout Lentivirus (L00017).

> 3K A4 it 55 T CRISPR/Cas9 4% AR ¥ TRIB1 4 [A fil B (¥ J5i R (L16700 pLenti-TRIB1-sgRNA). 1875 # (L16701 TRIB1
Knockout Lentivirus). HEK293T#ll 2 (L16702 TRIB1 Knockout HEK293T Cells). HEK293 T % 41 g I RIPA %4 fi# 7 (L16703
TRIB1 Knockout HEK293T RIPA Lysate). HEK293 Tk b4 41 it ff) Trizol 24/#3% (L 16704 TRIB1 Knockout HEK293T Trizol Lysate)
S, BARTETE 2825 K IRk 2 1) BCPE A 5 ) DL A R

> TRIBIE:R M FEA(S B R

Species Gene Symbol Gene ID GenBank Accession Transcript
Human TRIB1 10221 BCO012441 NM_ 025195
About the gene

Official Symbol TRIBI

Previous Symbol -

Official Full Name | tribbles pseudokinase 1

Synonyms C8FW; GIG2; TRBI1
Location 8q24.13

Gene Type protein_coding

Uniprot ID Q96RUS

Pathway/Library Kinases Library

Adapter protein involved in protein degradation by interacting with COP1 ubiquitin ligase
(PubMed:27041596). The COP1-binding motif is masked by autoinhibitory interactions with the protein
kinase domain (PubMed:26455797). Serves to alter COP1 substrate specificity by directing the activity of
COP1 toward CEBPA (PubMed:27041596). Binds selectively the recognition sequence of CEBPA
Gene Summary (PubMed:26455797). Regulates myeloid cell differentiation by altering the expression of CEBPA in a
COP1-dependent manner (By similarity). Controls macrophage, eosinophil and neutrophil differentiation
via the COP1-binding domain (By similarity). Interacts with MAPK kinases and regulates activation of
MAP  kinases, but has no kinase activity (PubMed:15299019, PubMed:26455797).
TRIB1 HUMAN,Q96RU8
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> BERRKIHsgRNAFHI I HRFAL, WR T EsgRNAF Y, WETE1T W 5 K IE M4 Minfo@beyotime.comZ Bl . sgRNAFFI{E
BE5ARSHNEE, REEARPETAEHTAEMENAHE, SRS A SLR /MM AN NBCRAL . {EH
FAE R R T CE S R, Ny B kIR .

> XFFEE B 377 I CRISPREE [ i Bk H 1SR B (1 8 i, W &R 3 5 RER IR S5 service@beyotime.com.

> RPEEAR T B A REER A A, AN TRRSHEET, MMEHTEREARE, MR T EEEN.

> NT B ERERE, 59 LRRIFER—IKEFERE.

fEFER :
1. BIR RS
a. HiEpuromycin IR IEARE : FF RGN B % — 2 B FE AR A 124182441, #0180, 0.2. 0.5, 1. 1.5, 2. 3. 4. Sug/ml
T % B 4t i o puromycin PRI BBUR M, HEFE S FH 35 22 K I Puromycin Dihydrochloride ("5/% % %) (ST551). PR 5 4H
J 4= 0 FE T B B AR VR BE BD O i 41 f puromycin B 3k IR B, B AR IR S K B RS S B E A R .
https://www.beyotime.com/product/ST551-10mg.htm.
b. VIR ERERYLANNL: I T B AN I AR (A 1290AR), AN AR USSR B B A50% N H . W B AR YA 2 . o RE A R
IR . 37°CHEFRIE RS, FEFRMH I 5~10pg/mlff]Polybrene (C0351/ST551). i B/ HL AT, M-80°CUKHEX % 7 J5
VKB RAL, 22 M O SCHER B AR I TSR 5045 B I MOUME I N E &L 5, X T RIRGEMIE T, 7T LB BH%0.5SmU/ LI A4
JiL, T A O e R R R, — AR 100ul/FLER 10 TUCA 08, BERPES], 37°CAkERE3%. W RJG, WERESREEIRE
TR, W NHT RS — WK FE Ipuromycin 5 FR AT ik, —MIRE2 KRG, ARG A Bt 25, I B
AP R LR R, T DASCER 2 G ARSI H 1) 8 SRR B AT e S0 . SR AR A, T UK 4 S 22 6FLAR B 10em
BrR LT Y KE5 9%, — W25, puromycini® Bl 9. WA o4 85 80n] DOd bk A0 i i 2525 /ml, SR H% A
FL200pl R 2196 FLAR H (B FL-T- 10,5/, J7idk B oo FE AR B AR o 9 BRI YL 1) 77 ¥ ] 35 Polybrene (C0351) H8 FH i Wk
https://www.beyotime.com/product/C0351-1ml.htm
2. HEFGHEHILE:
a. XM TZrpEMME, vLLET7 Endonuclease I (T7TEN#H T4 e, RIFEELANEEK4HDNA, TEsgRNAJT I Bl & it 519
BEATPCRY ™Y, SRJGHBHATTTEINEY), EAKiE S5 = KHITT7 Endonuclease I (CRISPRZ:F: [K 2845 % 52 H) (D7080) 2[4
A G S A IR £1(D0508) s AT LIE L A0 N A AR HEAT K6 0
b. ST HRFEAA, WSS PCRY 1Y HsgRNASE [ () 5= K] v B AT 3 00 e 1) 7 QAT 30 IE ()BT DA FH AR R e

ARIEAT RS o
X/

L] 77 i AR 3
L00015 Control Knockout Lentivirus 108 TU
L00017 GFP Knockout Lentivirus 103 TU

C0222 5 R -HE R R IR W(100X) 100ml
C0351-1ml Polybrene (Hexadimethrine Bromide) Iml
C0351-50mg Polybrene (Hexadimethrine Bromide) 50mg
D0508S/M i DR 28 g A R AR A ol 25/1001K
D7080S/M/L T7 Endonuclease I (CRISPRZ54: [ 548 % 7€ ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M & 2%) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2 2%) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
ST1380-500mg Polybrene (>94%, Reagent grade) 500mg
ST1380-2g Polybrene (>94%, Reagent grade) 2g
ST1380-10g Polybrene (>94%, Reagent grade) 10g
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